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3 


<110> 


APPLICANT: 


Croker, 


Ben 














4 






Robert s , Andrew 


















5 






Metcalf, Don 




















6 






Alexander, 


Warren 


















7 






Hilton, Doug 




















8 






Nicola, Nicos 




















10 


<120> 


TITLE 


OF INVENTION: METHODS OF IDENTIFYING COMPOUNDS WHICH 


11 






GRANULOCITE- COLONY STIMULATING FACTOR 


(G-CSF) DEPENDENT 


12 






PROCESSES 


BY MODULATION OF THE LEVELS 


OF SUPPRESSOR OF 


13 






CYTOKINE SIGNALING (SOCS) 














15 


<130> 


FILE REFERENCE: 19413 
















17 


<140> 


CURRENT APPLICATION NUMBER: 10/559,711 






18 


<141> 


CURRENT FILING DATE: 2005- 


-12-05 










20 


<160> 


NUMBER OF 


SEQ 


ID NOS: 


4 














22 


<170> 


SOFTWARE : 


Patentin version 3.1 










24 


<210> 


SEQ ID NO: 


1 




















25 


<211> 


LENGTH: 682 




















26 


<212> 


TYPE: 


DNA 






















27 


<213> 


ORGANISM: 


human 


















29 


<220> 


FEATURE : 






















30 


<221> 


NAME/KEY: 


CDS 




















31 


<222> 


LOCATION: 


(1) 


. . (678) 
















33 


<400> 


SEQUENCE : 


1 




















34 


atg 


gtc acc 


cac 


age 


aag 


ttt 


cec 


gee 


gee 


ggg 


atg age cgc 


ccc 


ctg 


35 


Met 


Val Thr 


His 


Ser 


Lys 


Phe 


Pro 


Ala 


Ala 


Gly 


Met Ser Arg 


Pro 


Leu 


36 


1 








5 










10 






15 




38 


gac 


acc age 


ctg 


cgc 


etc 


aag 


ace 


ttc 


age 


tec 


aag age gag 


tac 


cag 


39 


Asp 


Thr Ser 


Leu 


Arg 


Leu 


Lys 


Thr 


Phe 


Ser 


Ser 


Lys Ser Glu 


Tyr 


Gin 


40 








20 










25 






30 






42 


ctg 


gtg gtg 


aae 


gea 


gtg 


cgc 


aag 


ctg 


eag 


gag 


age gge ttc 


tac 


tgg 


43 


Leu 


Val Val 


Asn 


Ala 


Val 


Arg 


Lys 


Leu 


Gin 


Glu 


Ser Gly Phe 


Tyr 


Trp 


44 






35 










40 








45 






46 


age 


gea gtg 


ace 


gge 


gge 


gag 


gcg 


aae 


ctg 


ctg 


etc age gee 


gag 


cec 


47 


Ser 


Ala Val 


Thr 


Gly 


Gly 


Glu 


Ala 


Asn 


Leu 


Leu 


Leu Ser Ala 


Glu 


Pro 


48 




50 








55 










60 






50 


gcc 


gge acc 


ttt 


ctg 


ate 


cgc 


gac 


age 


teg 


gac 


cag cgc cac 


ttc 


ttc 


51 


Ala 


Gly Thr 


Phe 


Leu 


He 


Arg 


Asp 


Ser 


Ser 


Asp 


Gin Arg His 


Phe 


Phe 


52 


65 










70 










75 






80 


54 


acg 


etc age 


gtc 


aag 


acc 


cag 


tct 


ggg 


acc 


aag 


aae ctg cgc 


ate 


cag 


55 


Thr 


Leu Ser 


Val 


Lys 


Thr 


Gin 


Ser 


Gly 


Thr 


Lys 


Asn Leu Arg 


He 


Gin 


56 










85 










90 






95 




58 


tgt 


gag ggg 


gge 


age 


ttc 


tct 


ctg 


cag 


age 


gat 


ccc egg age 


acg 


cag 


59 


Cys 


Glu Gly 


Gly 


Ser 


Phe 


Ser 


Leu 


Gin 


Ser 


Asp 


Pro Arg Ser 


Thr 


Gin 



48 



96 



144 



192 



240 



288 



336 
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60 100 105 110 

63 ccc gtg ccc cgc ttc gac tgc gtg etc aag ctg gtg cac cac tac atg 384 

64 Pro Val Pro Arg Phe Asp Cys Val Leu Lys Leu Val His His Tyr Met 

65 115 ' 120 125 

67 ccg ccc cct gga gcc ccc tec ttc ccc teg cea cct act gaa ccc tec 432 

68 Pro Pro Pro Gly Ala Pro Ser Phe Pro Ser Pro Pro Thr Glu Pro Ser 

69 130, V •.^-.c. 135 140 ... . . --c 

71 tec gag gtg ccc gag cag ccg tct gcc cag cca etc cct ggg agt ccc 480 

72 Ser Glu Val Pro Glu Gin Pro Ser Ala Gin Pro Leu Pro Gly Ser Pro 

73 145 150 155 160 

75 CCC aga aga gcc tat tac ate tac tec ggg ggc gag aag ate ccc ctg 528 

76 Pro Arg Arg Ala Tyr Tyr lie Tyr Ser Gly Gly Glu Lys lie Pro Leu 

77 165 170 175 

79 gtg ttg age egg ccc etc tee tec aac gtg gee act ett cag eat etc 576 

80 Val Leu Ser Arg Pro Leu Ser Ser Asn Val Ala Thr Leu Gin His Leu 

81 180 185^ 190 

83 tgt egg aag ace gtc aac ggc cac ctg gac tec tat gag aaa gtc ace 624 

84 Cys Arg Lys Thr Val Asn Gly His Leu Asp Ser Tyr Glu Lys Val Thr 

.85 . ^ 195 ' > 200 . . 205 . ■ , * 

87 cag ctg ccg ggg ccc att egg gag ttc ctg gac cag tac gat gee ccg 672 

88 Gin Leu Pro Gly Pro lie Arg Glu Phe Leu Asp Gin Tyr Asp Ala Pro 

89 210 215 220 

91 ctt taa gggg 682 

92 Leu 

93 225 

95 <210> SEQ ID NO: 2 

96 <211> LENGTH: 225 

97 <212> TYPE: PRT 

98 <213> ORGANISM: human 
100 <400> SEQUENCE: 2 

102 Met Val Thr His Ser Lys Phe Pro Ala Ala Gly Met Ser Arg Pro Leu 

103 15 10 15 

105 Asp Thr Ser Leu Arg Leu Lys Thr Phe Ser Ser Lys Ser Glu Tyr Gin 

106 20 25 30 

108 Leu Val Val Asn Ala Val Arg Lys Leu Gin Glu Ser Gly Phe Tyr Trp 

109 35 40 45 

111 Ser Ala Val Thr Gly Gly Glu Ala Asn Leu Leu Leu Ser Ala Glu Pro 

112 50 55 60 

114 Ala Gly Thr Phe Leu lie Arg Asp Ser Ser Asp Gin Arg His Phe Phe 

115 65 70 75 80 

117 Thr Leu Ser Val Lys Thr Gin Ser Gly Thr Lys Asn Leu Arg lie Gin 

118 85 90 95 

120 Cys Glu Gly Gly Ser Phe Ser Leu Gin Ser Asp Pro Arg Ser Thr Gin 

121 100 105 110 

123 Pro Val Pro Arg Phe Asp Cys Val Leu Lys Leu Val His His Tyr Met 

124 115 120 125 

126 Pro Pro Pro Gly Ala Pro Ser Phe Pro Ser Pro Pro Thr Glu Pro Ser 

127 130 135 140 

129 Ser Glu Val Pro Glu Gin Pro Ser Ala Gin Pro Leu Pro Gly Ser Pro 
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130 145 150 155 160 

132 Pro Arg Arg Ala Tyr Tyr lie Tyr Ser Gly Gly Glu Lys lie Pro Leu 

133 165 170 175 

135 Val Leu Ser Arg Pro Leu Ser Ser Asn Val Ala Thr Leu Gin His Leu 

136 180 185 190 

138 Cys Arg Lys Thr Val Asn Gly His Leu Asp Ser Tyr Glu Lys Val Thr 
, 13,9. . 195 200 . . , .205 , 

141 Gin Leu Pro Gly Pro lie Arg Glu Phe Leu Asp Gin Tyr Asp Ala Pro 

142 210 ' 215 220 

144 Leu 

145 225 

147 <210> SEQ ID NO: 3 

148 <211> LENGTH: 2187 

149 <212> TYPE: DNA 

150 <213> ORGANISM: murine 

152 <220> FEATURE: 

153 <221> NAME/KEY: CDS 

154 <222> LOCATION: (18) . . (692) 
1.56 <400> SEQUENCE: 3 

157 cgctggctcc gtgcgcc atg gtc acc cac age aag ttt ccc gcc gcc ggg 50 



158 










Met Val Thr His Ser Lys Phe Pro Ala Ala Gly 




159 










1 






5 








10 






161 


atg 


age 


cgc 


ccc 


ctg 


gac 


ace 


age 


ctg 


ege 


etc 


aag 


acc 


tte 


age 


tec 


98 


162 


Met 


Ser 


Arg 


Pro 


Leu 


Asp 


Thr 


Ser 


Leu 


Arg 


Leu 


Lys 


Thr 


Phe 


Ser 


Ser 




163 








15 










20 










25 








165 


aaa 


age 


gag 


tae 


eag 


ctg 


gtg 


gtg 


aae 


gee 


gtg 


ege 


aag 


etg 


eag 


gag 


146 


166 


Lys 


Ser 


Glu 


Tyr 


Gin 


Leu 


Val 


Val 


Asn 


Ala 


Val 


Arg 


Lys 


Leu 


Gin 


Glu 




167 






30 










35 










40 










169 


age 


gga 


tte 


tae 


tgg 


age 


gee 


gtg 


ace 


gge 


gge 


gag 


geg 


aae 


etg 


etg 


194 


170 


Ser 


Gly 


Phe 


Tyr 


Trp 


Ser 


Ala 


Val 


Thr 


Gly 


Gly 


Glu 


Ala 


Asn 


Leu 


Leu 




171 




45 










50 










55 












173 


etc 


age 


gee 


gag 


eee 


geg 


gge 


ace 


ttt 


ett 


ate 


cgc 


gac 


age 


teg 


gac 


242 


174 


Leu 


Ser 


Ala 


Glu 


Pro 


Ala 


Gly 


Thr 


Phe 


Leu 


He 


Arg 


Asp 


Ser 


Ser 


Asp 




175 


60 










65 










70 










75 




177 


cag 


ege 


cac 


tte 


tte 


aeg 


ttg 


age 


gtc 


aag 


acc 


cag 


teg 


ggg 


acc 


aag 


290 


178 


Gin 


Arg 


His 


Phe 


Phe 


Thr 


Leu 


Ser 


Val 


Lys 


Thr 


Gin 


Ser 


Gly 


Thr 


Lys 




179 










80 










85 










90 






181 


aae 


eta 


cgc 


ate 


eag 


tgt 


gag 


ggg 


gge 


age 


ttt 


teg 


ctg 


cag 


agt 


gac 


338 


182 


Asn 


Leu 


Arg 


He 


Gin 


Cys 


Glu 


Gly 


Gly 


Ser 


Phe 


Ser 


Leu 


Gin 


Ser 


Asp 




183 








95 










100 










105 








185 


eee 


ega 


age 


aeg 


eag 


eca 


gtt 


ccc 


ege 


tte 


gac 


tgt 


gta 


etc 


aag 


etg 


386 


186 


Pro 


Arg 


Ser 


Thr 


Gin 


Pro 


Val 


Pro 


Arg 


Phe 


Asp 


Cys 


Val 


Leu 


Lys 


Leu 




187 






110 










115 










120 










189 


gtg 


cac 


cac 


tae 


atg 


ceg 


cet 


eca 


ggg 


ace 


ccc 


tee 


ttt 


tet 


ttg 


cea 


434 


190 


Val 


His 


His 


Tyr 


Met 


Pro 


Pro 


Pro 


Gly 


Thr 


Pro 


Ser 


Phe 


Ser 


Leu 


Pro 




191 




125 










130 










135 












193 


ccc 


aeg 


gaa 


ccc 


teg 


tec 


gaa 


gtt 


ceg 


gag 


cag 


eca 


cct 


gee 


cag 


gca 


482 


194 


Pro 


Thr 


Glu 


Pro 


Ser 


Ser 


Glu 


Val 


Pro 


Glu 


Gin 


Pro 


Pro 


Ala 


Gin 


Ala 




195 


140 










145 










150 










155 
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197 


etc 


ccc 


ggg 


agt 


acc 


ccc 


aag 


aga 


get tac 


tac 


ate 


tat 


tet 


ggg ggc 


530 


198 


Leu 


Pro 


Gly Ser 


Thr 


Pro 


Lys 


Arg 


Ala Tyr 


Tyr 


He 


Tyr 


Ser 


Gly Gly 




199 










160 








165 










170 




201 


gag 


aag 


att 


ccg 


ctg 


gta 


ctg 


age 


ega cct 


etc 


tec 


tec 


aac 


gtg gee 


578 


202 


Glu 


Lys 


He 


Pro 


Leu 


Val 


Leu 


Ser 


Arg Pro 


Leu 


Ser 


Ser 


Asn 


Val Ala 




203 








175 










180 








185 






205 


acc 


etc 


cag 


cat 


ctt 


tgt 


cgq 


aag. 


act gtc 


aac 


ggc 


cac 


ctg 


gac tec 


626 


206 


Thr 


Leu 


Gin 


His 


Leu 


Cys 


Arg 


Lys 


Thr Val 


Asn 


Gly 


His 


Leu 


Asp Ser 




207 






190 










195 








200 








209 


tat 


gag 


aaa 


gtg 


acc 


cag 


ctg 


cct 


gga ccc 


att 


egg 


gag 


ttc 


ctg gat 


674 


210 


Tyr 


Glu 


Lys 


Val 


Thr 


Gin 


Leu 


Pro 


Gly Pro 


He 


Arg 


Glu 


Phe 


Leu Asp 




211 




205 










210 








215 










213 


cag 


tat 


gat 


get 


cca 


ctt 


taaggagcaa aagggtcaga ggggggcctg 


722 


214 


Gin 


Tyr 


Asp Ala 


Pro 


Leu 




















215 


220 










225 





















217 ggteggtegg tegcetetee tecgaggcac atggeacaag cacaaaaate cagececaac 782 

219 ggteggtage teccagtgag ecaggggeag attggcttet teeteaggce etecactcce 842 

221 gcagagtaga gctggcagga cetggaatte gtctgagggg agggggagct gccacctgct 902 

223, ttccGCcete .ccceagetec agcttct.ttc aagtggagee .agceggcctg gcetggtggg 962 

225 acaataeett tgacaagegg aetcteeect ccccttcete cacaccccet ctgcttecea 1022 

227 agggaggtgg ggacaeetcc aagtgttgaa ettagaaetg caaggggaat cttcaaaett 1082 

229 teeegetgga acttgtttge getttgattt ggtttgatca agagcaggea cctgggggaa 1142 

231 ggatggaaga gaaaagggtg tgtgaagggt ttttatgctg gccaaagaaa taaccactec 12 02 

233 cactgeceaa ectaggtgag gagtggtggc tectggctet ggggagagtg geaaggggtg 1262 

235 acctgaagag agetatactg gtgccagget cetctceatg gggeagctaa tgaaaceteg 1322 

237 cagateeett geaccccaga aecctecccg ttgtgaagag gcagtagcat ttagaaggga 1382 

239 gaeagatgag getggtgagc tggeegeett ttecaacace gaagggagge agatcaaeag 1442 

241 atgagceate ttggagccea ggtttccect ggageagatg gagggttetg etttgtctet 1502 

243 cctatgtggg gctaggagae tegcettaaa tgccctctgt eccagggatg gggattggea 1562 

245 cacaaggage caaacacage caataggcag agagttgagg gatteaecea ggtggetaea 1622 

247 ggecagggga agtggctgca ggggagagae ceagtcaetc caggagacte etgagttaac 1682 

249 actgggaaga eattggccag tectagtcat cteteggtea gtaggteega gagetteeag 1742 

251 gceetgeaca gecctcettt cteacctggg gggaggcagg aggtgatgga gaagcettec 1802 

253 catgccgctc acaggggcct cacgggaatg cageagecat geaattacct ggaactggte 1862 

255 etgtgttggg gagaaaeaag ttttctgaag teaggtatgg ggctgggtgg ggeagctgtg 1922 

257 tgttggggtg gettttttet ctetgttttg aataatgttt acaatttgee teaateaett 1982 

259 ttataaaaat ceacctccag cccgecccte tecccactca ggcettcgag gctgtctgaa 2042 

261 gatgettgaa aaactcaace aaatceeagt teaacteaga ctttgeacat atatttatat 2102 

263 ttatactcag aaaagaaaca ttteagtaat ttataataaa agagcaetat tttttaatga 2162 

265 aaaaaaaaaa aaaaaaaaaa aaaaa 2187 

267 <210> SEQ ID NO: 4 

268 <211> LENGTH: 225 

269 <212> TYPE: PRT 

270 <213> ORGANISM: murine 
2 72 <400> SEQUENCE: 4 

274 Met .Val Thr His Ser Lys Phe Pro Ala Ala Gly Met Ser Arg Pro Leu 

275 15 10 15 

2 77 Asp Thr Ser Leu Arg Leu Lys Thr Phe Ser Ser Lys Ser Glu Tyr Gin 
278 20 25 30 
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280 


Leu 


Val 


Val Asn Ala 


Val 


Arg 


Lys 


Leu 


Gin Glu 


Ser 


Gly 


Phe 


Tyr 


Trp 


281 






35 






40 








45 








283 


Ser 


Ala 


Val Thr Gly 


Gly Glu 


Ala 


Asn 


Leu Leu 


Leu 


Ser 


Ala 


Glu 


Pro 


284 




50 






55 








60 










286 


Ala 


Gly 


Thr Phe Leu 


He 


Arg 


Asp 


Ser 


Ser Asp 


Gin 


Arg 


His 


Phe 


Phe 


287 


65 






70 








75 










80 


2?,Q 


Th;:. 


Leii. 


Ser Val Lys 


Thr 


Gin 


Ser 


Gly 


Thr Lys 


Asn 


Leu 




..lie 


Gin 


291 
















90 








95 




293 


Cys 


Glu 


Gly Gly Ser 


Phe 


Ser 


Leu 


Gin 


Ser Asp 


Pro 


Arg 


Ser 


Thr 


Gin 


294 






100 








105 








110 






296 


Pro 


Val 


Pro Arg Phe 


Asp 


Cys 


Val 


Leu 


Lys Leu 


Val 


His 


His 


Tyr 


Met 


297 






115 






120 








125 








299 


Pro 


Pro 


Pro Gly Thr 


Pro 


Ser 


Phe 


Ser 


Leu Pro 


Pro 


Thr 


Glu 


Pro 


Ser 


300 




130 






135 








140 










302 


Ser 


Glu 


Val Pro Glu 


Gin 


Pro 


Pro 


Ala 


Gin Ala 


Leu 


Pro 


Gly 


Ser 


Thr 


303 


145 






150 








155 










160 


305 


Pro 


Lys 


Arg Ala Tyr 


Tyr 


He 


Tyr 


Ser 


Gly Gly 


Glu 


Lys 


He 


Pro 


Leu 


306 






165 










170 








175 




308 


Va3. 




Ser Arg Pro 


Leu 


Ser 


Ser 


Asn 


Val Ala 


Thr 


Leu 


.Gin 


Bis 


Leu 


309 






180 








185 








190 






311 


Cys 


Arg 


Lys Thr Val 


Asn Gly 


His 


Leu 


Asp Ser 


Tyr 


Glu 


Lys 


Val 


Thr 


312 






195 






200 








205 








314 


Gin 


Leu 


Pro Gly Pro 


He 


Arg 


Glu 


Phe 


Leu Asp 


Gin 


Tyr 


Asp 


Ala 


Pro 


315 




210 






215 








220 











317 Leu 

318 225 



file : //C : \CRF4\Outhold\VsrJ559711 . htm 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 02/10/2007 

PATENT APPLICATION: US/10/559,711 TIME: 09:52:27 

Input Set : A:\19413.8eqli8t.txt 

Output Set: N:\CRF4\02102007\J559711.raw 



file://C: \CRF4\Outhold\VsrJ559711.htm 



2/10/2007 



